
����������
�������

Citation: Rahman, M.; Alam, M.-U.;

Luies, S.K.; Kamal, A.; Ferdous, S.;

Lin, A.; Sharior, F.; Khan, R.; Rahman,

Z.; Parvez, S.M.; et al. Contamination

of Fresh Produce with Antibiotic-

Resistant Bacteria and Associated

Risks to Human Health: A Scoping

Review. Int. J. Environ. Res. Public

Health 2022, 19, 360. https://

doi.org/10.3390/ijerph19010360

Academic Editor: Isabel Henriques

Received: 30 September 2021

Accepted: 22 December 2021

Published: 30 December 2021

Publisher’s Note: MDPI stays neutral

with regard to jurisdictional claims in

published maps and institutional affil-

iations.

Copyright: © 2021 by the authors.

Licensee MDPI, Basel, Switzerland.

This article is an open access article

distributed under the terms and

conditions of the Creative Commons

Attribution (CC BY) license (https://

creativecommons.org/licenses/by/

4.0/).

International  Journal  of

Environmental Research

and Public Health

Article

Contamination of Fresh Produce with Antibiotic-Resistant
Bacteria and Associated Risks to Human Health:
A Scoping Review
Mahbubur Rahman 1,* , Mahbub-Ul Alam 1 , Sharmin Khan Luies 1 , Abul Kamal 1 , Sharika Ferdous 1 ,
Audrie Lin 2, Fazle Sharior 1 , Rizwana Khan 1 , Ziaur Rahman 1, Sarker Masud Parvez 1,3, Nuhu Amin 1,4 ,
Rezaul Hasan 1, Birkneh Tilahun Tadesse 5,6 , Neelam Taneja 7, Mohammad Aminul Islam 8 and Ayse Ercumen 9

1 Environmental Interventions Unit, Infectious Disease Division, International Centre for Diarrhoeal Disease
Research, Dhaka 1212, Bangladesh; mahbubalam@icddrb.org (M.-U.A.); sharminkhan@icddrb.org (S.K.L.);
abul.kamal@icddrb.org (A.K.); sharika.ferdous@icddrb.org (S.F.); fazle.sharior@icddrb.org (F.S.);
rizwana.khan@icddrb.org (R.K.); ziaur.rahman@icddrb.org (Z.R.); parvez@icddrb.org (S.M.P.);
nuhu.amin@icddrb.org (N.A.); rezaul.hasan@icddrb.org (R.H.)

2 Berkeley’s School of Public Health, University of California Berkeley, Berkeley, CA 94720, USA;
audrielin@berkeley.edu

3 Faculty of Medicine, The University of Queensland, Brisbane, QLD 4072, Australia
4 Institute for Sustainable Futures, University of Technology Sydney, 235 Jones St., Ultimo, NSW 2007, Australia
5 School of Medicine, Hawassa University, Shashemene, Awassa P.O. Box 5, Ethiopia;

birknehtilahun@gmail.com
6 International Vaccine Institute, SNU Research Park, 1 Gwanak-ro, Gwanak-gu, Seoul 08826, Korea
7 Department of Medical Microbiology, Postgraduate Institute of Medical Education and Research,

Chandigarh 160012, India; drneelampgi@yahoo.com
8 Allen Center, Paul G. Allen School for Global Health, Washington State University, 240 SE Ott Road,

Pullman, WA 99164, USA; amin.islam@wsu.edu
9 Department of Forestry and Environmental Resources, North Carolina State University, 2800 Faucette Drive,

3120 Jordan Hall, Raleigh, NC 27607, USA; aercume@ncsu.edu
* Correspondence: mahbubr@icddrb.org

Abstract: Fresh produce, when consumed raw, can be a source of exposure to antimicrobial residues,
antimicrobial-resistant bacteria (ARB) and antimicrobial resistance genes (ARGs) of clinical impor-
tance. This review aims to determine: (1) the presence and abundance of antimicrobial residues, ARB
and ARGs in fresh agricultural products sold in retail markets and consumed raw; (2) associated
health risks in humans; and (3) pathways through which fresh produce becomes contaminated
with ARB/ARGs. We searched the Ovid Medline, Web of Science and Hinari databases as well as
grey literature, and identified 40 articles for inclusion. All studies investigated the occurrence of
multidrug-resistant bacteria, and ten studies focused on ARGs in fresh produce, while none investi-
gated antimicrobial residues. The most commonly observed ARB were E. coli (42.5%) followed by
Klebsiella spp. (22.5%), and Salmonella spp. (20%), mainly detected on lettuce. Twenty-five articles
mentioned health risks from consuming fresh produce but none quantified the risk. About half of the
articles stated produce contamination occurred during pre- and post-harvest processes. Our review
indicates that good agricultural and manufacturing practices, behavioural change communication
and awareness-raising programs are required for all stakeholders along the food production and
consumption supply chain to prevent ARB/ARG exposure through produce.

Keywords: antimicrobial resistance; antibiotic-resistant bacteria; antibiotic resistance genes; agriculture;
fresh agriculture products; vegetables; fruits; leafy greens; retail markets; health risks

1. Introduction

The World Health Organization (WHO) and Food and Agriculture Organization (FAO)
promote the daily consumption of fruits and vegetables as part of a healthy diet, due to their
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high nutritional value [1,2]. Raw consumption of many fresh leafy and non-leafy vegetables,
root vegetables, sprouts, and fruits results in the exposure of humans to foodborne bacterial
pathogens, including antibiotic-resistant bacteria (ARB) [3–6]. In recent decades, exposure
to antimicrobial-resistant pathogens through the food chain has increasingly been reported
to cause foodborne disease outbreaks [7].

Studies have reported the presence of ARB and antibiotic resistance genes (ARGs) on
fresh produce. For example, in Japan, extended-spectrum β-lactamase (ESBL)-producing
pathogens have been found on fresh produce [8]. Multidrug-resistant E. coli and Salmonella spp.
on vegetables have been linked with disease outbreaks in Germany, the United States,
Canada, Australia and Finland [9–13]. Additionally, opportunistic microorganisms pre-
viously considered non-pathogenic are present in fresh produce, and can cause serious
infections in an immune-compromised host. For example, opportunistic bacteria, such as
Klebsiella spp. and Enterobacter spp., have been found on vegetables (e.g., cabbage, capsicum
and tomatoes) in retail markets in different settings [14–16]. Consumption of vegetables
contaminated with Klebsiella spp. can cause acute bronchopneumonia and labor pneumonia
in immunocompromised individuals [17].

Fresh produce can be contaminated with bacterial pathogens at multiple points
throughout its production and supply chain by direct contact with fecal waste during
farming, such as wastewater irrigation and the use of biosolids or animal manure as
fertilizer [18,19]. Contamination can also happen during the transport and handling of
produce [20]. While these potential contamination pathways have been studied well for
traditional pathogens, their relative contributions to the contamination of fresh produce
with ARB, ARGs and antimicrobial residues have not been quantified. Such information
could potentially inform interventions to reduce human exposure to ARB/ARGs through
fresh produce. Therefore, this scoping review aimed to synthesize data on the presence and
abundance of ARB, ARGs and antimicrobial residues present on fresh produce that are sold
in retail markets and typically consumed raw. In addition, the health effects in humans due
to the consumption of fresh produce contaminated with ARB/ARGs, and the pathways
through which fresh produce becomes contaminated with ARB/ARGs, were investigated.

2. Methods

We developed a protocol that specified the research questions, inclusion/exclusion
criteria, data sources and search engines, and followed the Preferred Reporting Items
for Systematic reviews and Meta-Analyses extension for Scoping Reviews (PRISMA-ScR)
checklist to conduct the review [21] (Table S1).

2.1. Data Sources

Two reviewers independently searched the Ovid Medline, Web of Science and Hinari
databases for peer-reviewed literature published from 1 January 2001 to 18 October 2020.
We searched Google, Google Scholar and ProQuest for grey literature, and manually
searched the reference list of the included articles for additional relevant publications.

2.2. Search Strategies

We conducted a preliminary search for published scientific literature on the topic of
interest to identify keywords for conducting an advanced search. We developed key search
terms for three domains, including: (a) antimicrobial resistance; (b) agriculture and fresh
agricultural products; and (c) site of sample collection (Table 1). Two reviewers primarily
formulated the search strategy, with feedback from a third reviewer. The search strategy
used for Medline is attached in the Supplemental Information (Table S2).
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Table 1. Literature search strategy for scoping review.

Title Contamination of fresh produce with antibiotic-resistant bacteria and associated risks to human
health: a scoping review

Research question What is the presence and abundance of ARB, ARGs and antimicrobial residues on fresh produce
sold in the retail markets, and how do they affect human health?

Search Strategy

Inclusion Criteria

Studies that detect and/or quantify ARB, ARGs and antimicrobial
residues on fresh produce (vegetables/leafy green/fruits) sold in
retail markets (e.g., vendors, supermarkets, farmer markets)

Types and abundance of antimicrobial residues present on fresh
produce

Pathways for ARB, ARGs and antimicrobial residues entering fresh
produce

Health risks associated with consumption of fresh vegetables, leafy
greens or fruits contaminated with ARB, ARGs and antimicrobial
residues

Full-text peer-reviewed journal articles and grey literature

Species: Human

Language: English

Exclusion Criteria

Articles that did not include fresh agricultural product
consumption and its relationship with AMR

Articles that analysed AMR with relation to mixed or ready-to-eat
salads with various dressings

AMR-related human health risks from exposures other than fresh
produce

Animal-based foods (e.g., chicken, beef, pork, eggs, milk)

Animal agriculture (e.g., poultry, meat, dairy, fishery)

All types of review articles

Time Frame 1 January 2001–18 October 2020

Data Sources

Peer-reviewed
articles Ovid Medline, Web of Science, Hinari

Grey literature Google, Google Scholar, Proquest

Key search terms

Antimicrobial
Resistance-related terms
(combined by ‘OR’) (a)

Agriculture and fresh
agricultural products-related
terms
(combined by ‘OR’) (b)

Place of items/sample collected
(c)

Antimicrobial resistance,
antimicrobial residues,
antibiotic-resistant bacteria,
antibiotic resistance genes,
antimicrobial-resistant
organisms,
antibiotic-resistant
pathogens, health risks

Agriculture, farming, fresh
agricultural produce, fresh
agriculture products, fresh
vegetables, raw vegetables,
salad vegetables, leafy greens,
fruits

Retail markets

2.3. Screening, Data Extraction and Synthesis

According to the PRISMA guidelines, we selected articles in four phases: (i) identi-
fication; (ii) screening; (iii) eligibility; and (iv) inclusion. The literature identified by the
search terms was imported to EndNote (version X9) and duplicates were removed. The
updated list was then imported to Rayaan online software. Four researchers collaboratively
reviewed the articles by screening the titles and abstracts according to our inclusion and
exclusion criteria (Table 1), and shortlisted articles were screened in full text. Disagree-
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ments regarding eligibility were resolved through discussions among the reviewers, with
approval from a third reviewer.

We then extracted and compiled the results from the eligible studies using a data
extraction matrix to organize data. This data matrix was disaggregated into four key
themes with relevant sub-themes, including (i) presence and/or abundance of ARBs,
ARGs and antimicrobial residues on fresh produce (vegetables and fruits consumed in
raw condition) sold in the retail markets; (ii) public health risks from consuming raw
fresh produce in relation to AMR; (iii) pathways of contamination of fresh produce with
ARB/ARGs/antimicrobial residues; and (iv) actions recommended to reduce contamination
of fresh produce with ARB, ARGs and antimicrobial residues (Table 2). Two reviewers
independently extracted data on each theme. We also extracted data on study location,
methods, year and duration, the number of samples investigated, number of isolates found,
the method used for antibiotic susceptibility testing and the name of specific serotypes and
genes that confer resistance to antibiotics, where available.

Table 2. Framework for data analysis.

Theme Sub-Theme

Presence and abundance of ARB, ARGs and antimicrobial
residues on fresh produce (raw consumed vegetables, fruits)
sold in retail markets

Prevalence of antimicrobial-resistant pathogens
on the fresh produce

Strains/serotypes of antimicrobial-resistant bacteria
on fresh produce

Antimicrobial resistance genes on fresh produce

Public health risks from consuming raw agricultural products
or fresh produce in relation to AMR

Pathways of contamination of fresh produce with
ARB/ARGs/antimicrobial residues

Actions recommended to reduce the contamination of fresh
produce with ARB, ARGs and antimicrobial residues

Due to heterogeneity of the study design, sample types, and different breakpoints
used to determine antibiotic susceptibility, we performed a narrative analysis to synthesize
the findings from the included studies. The key results of the narrative analysis were used
to group the data into themes.

3. Results

After duplication removal, the literature search from various databases, including
the grey literature, yielded 146 unique articles, of which 40 articles met the inclusion
criteria of our scoping review (Figure 1). Among these, 37 were laboratory-based peer-
reviewed research articles, including three short communication articles. The grey literature
included one report and two research theses. Overall, 37 of the included articles were
cross-sectional studies, and three were longitudinal studies. The studies were conducted in
diverse locations, including both high- and low-income counties in Asia (Bangladesh, India,
Pakistan, China, Korea, Malaysia), the Americas (Mexico, USA, Canada), Europe (Czech
Republic, Portugal, Germany, Italy) and Africa (South Africa). All articles quantified ARB
in raw vegetables and fruits, while only 10 detected ARGs. We did not find any articles
that detected or quantified antimicrobial residues on vegetables found in retail markets.
Twenty-five articles discussed the human health risks of consuming raw fresh produce
carrying ARB. Moreover, 22 articles included discussions of the pathways of contamination
of fresh produce with ARB. We excluded 106 articles, among which 62 were related to
animal-based food, and 30 were not associated with AMR.
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Figure 1. PRISMA flowchart illustrating the study selection process.

3.1. Prevalence of Antimicrobial-Resistant Bacteria on Fresh Produce

The included studies detected bacteria of more than twenty different genera on veg-
etables (leafy, non-leafy, root), fruits, sprouts consumed raw, and ready to eat (RTE) salad
(Table S3). The most frequently observed bacteria were E. coli, found in 17 out of 40
(42.5%) included articles. E. coli, including pathogenic strains, was mainly detected on
lettuce, cabbage, cucumbers, and tomatoes. For example, among 260 samples of leafy,
non-leafy and root vegetables investigated in Pakistan, approximately one-third of E. coli
strains isolated from lettuce samples were identified as diarrheagenic E. coli pathotypes
(DEPs) [22] (Table S4). Pathogenic E. coli strains, such as Shiga toxin-producing E. coli
(STEC), enteropathogenic E. coli (EPEC), and enterotoxigenic E. coli (ETEC) were detected in
two studies, from nopalitos samples in Mexico [23] and from cucumber, lettuce and spinach
samples in Pakistan [22]. DEPs in both studies reported resistance to multiple antibiotics
including tetracycline (TET), ampicillin (AMP), ciprofloxacin (CIP), and gentamicin (GEN)
(Table S4). The study in Pakistan tested 50 DEPs isolates and found that 92% of the isolates
were resistant to TET, 87% to AMP and 82% to efotaxime (CTX) [22]. Across the studies
in our review, E. coli (not DEPs) isolated from fresh produce showed varying resistance
to amoxicillin (AMX), AMP, GEN, erythromycin (ERY), colistin (CST), amikacin (AMK),
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cefotaxime (CTX) and ceftazidime (CAZ) (Table S4). The resistance profiles for E. coli were
diverse between the studies.

The second most common bacteria were Klebsiella spp. And Salmonella spp. Klebsiella spp.,
which were detected on produce in nine out of 40 articles (22.5%). Among these,
Klebsiella pneumoniae was the most common; six out of nine articles (66.6%) detected
this species from produce samples. For example, a study in China recovered 175
Klebsiella pneumoniae isolates from 216 samples of leafy, non-leafy, root vegetables and
sprouts [24] (Table S4). Another study in Algeria found 13 third-generation cephalosporin-
resistant Klebsiella pneumoniae strains from 310 samples of fruits, leafy and non-leafy veg-
etables. Leafy vegetable lettuce was frequently contaminated. Klebsiella spp. was often
resistant to aztreonam (ATM) and CTX [25]. CTX resistant Klebsiella spp. were also detected
on onion, cucumber, tomato, chili pepper and ginger in India [26]. In Italy, K. ozaenae resis-
tant to AMP, cefoxitin (FOX), CTX were detected in ready to eat (RTE) salad samples [27].

Salmonella spp. were found in nine out of 40 articles (22.5%). Lettuce samples were
observed to be highly contaminated with Salmonella spp. followed by coriander, spinach,
parsley, and sprouts. More than 100,000 samples of various types of fresh produce were in-
vestigated in the United States from 2002 to 2012, resulting in the detection of Salmonella spp.
in 51 different serotypes of 152 samples [28]. Of the 51 Salmonella serotypes, 10 were re-
sistant to different antibiotics [28]. The identified Salmonella serotypes were Oranienburg,
Montevideo, Agona, Havana, Thompson, Poona, Kentucky, Tucson, Veneziana and one was
unknown, with Tucson being the more prevalent. Antibiotic-resistant Salmonella serotypes
Thompson, Poona, and Kentucky, were found on lettuce samples (23.1%), whereas the
Oranienburg serotype was found on cantaloupe sample (6.7%) [28]. Another study in
Malaysia isolated multidrug-resistant S. enteritidis from carrots that were resistant to AMP,
AMX, trimethoprim (TMP) nalidixic acid (NA), trimethoprim-sulfamethoxazole (SXT), and
chloramphenicol (CHL) [29]. In a study in Thailand, S. Stanley, S. Schwarzengrund and
S. Rissen were isolated from lettuce samples, among which S. Schwarzengrund was resis-
tant to AMP, CHL, NA, while S. Rissen was resistant to AMP, SXT and TET, and S. Stanley
was resistant to NA [30]. Two studies in Malaysia found other Salmonella serotypes, such as
S. Corvallis, S. Typhimurium and S. Enteritidis, detected from leafy vegetables, water drop-
wort, and long bean samples, which were accordingly resistant to multiple antibiotics [9,31]
(Table S4). A study in Mexico observed multidrug-resistant Salmonella in lettuce and carrot
samples with resistance to AMP, cephalotin (CHT), CHL, TET, CIP, NA, streptomycin (STR),
and SXT [32]. Resistance profiles of Salmonella isolates varied between studies and could
not be compared, due to the detection of different serotypes. However, most of the studies
(87.5%) found Salmonella isolates to be resistant to AMP (Table S4).

Eight out of 40 articles (20%) reported the detection of Pseudomonas spp. in produce
samples, and six of these studies reported isolates resistant to AMP. Pseudomonas spp. were
frequently recovered from lettuce, carrots, and spinach. A study in Jamaica found that,
among 88 P. aeruginosa isolates recovered from 95 vegetable samples, all were resistant to
imipenem (IMP) (100%), followed by 97% to GEN, 93% to CIP, and 79% to CAZ [33].

Other ARBs that were often detected on leafy and non-leafy vegetables, fruits, and
sprouts, were B. cereus, Enterobacter spp. [34] and Listeria spp. (predominantly L. monocy-
togenes), Rahnella aquatilis [35], Staphylococcus spp., Shigella spp. and Citrobacter spp. In
addition, Acinetobacter spp. (predominantly A. baumannii), Sphingobacterium multivorum,
Pseudomonas putida, Erwinia persicina, Pantoea agglomerans, Serratia fonticola, and Entero-
coccus spp. (E. faecalis and E. casseliflavus) were also found on fresh produce (Table S4).
Rahnella aquatilis was infrequently isolated from spinach, whereas Listeria spp. was isolated
from carrot and cabbage samples (Table S4). Enterococcus spp. were also detected on
produce. A study that tested 112 fruit samples in the USA found 16% of samples contami-
nated with enterococci [36]. Another study conducted in Germany found that all B. cereus
strains isolated from 137 fresh vegetables were resistant against PEN G and CTX, and 99.3%
were resistant to amoxicillin-clavulanic acid (AMC) [37]. For Enterobacter spp., one study
in South Africa found that E. cloacae isolated from spinach, tomato and cucumber were
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resistant to aminoglycoside, CHL and TET, whereas another study from Italy reported
E. cloacae strains isolated from frisée salad and RTE salad were resistant to AMP, AMC and
CTX [27,38]. Two studies reported penicillin resistant L. monocytogenes in fresh produce, one
in Malaysia which showed all 58 L. monocytogenes strains isolated from 301 vegetable sam-
ples were resistant to PEN G and 71% (n = 41) of isolates were resistant to meropenem [29].
Another study conducted in Brazil found that L. monocytogenes from raw and RTE salad
vegetable samples were resistant to PEN G and TET [39]. RTE salads consisting of leafy and
non-leafy vegetables without salad dressings were contaminated with antibiotic-resistant
E. coli [22,27,40], K. pneumoniae [40], L. monocytogenes [39], E. faecalis and E. faecium [41] and
E. cloacae [27].

3.2. Antibiotic Resistance Genes on Fresh Produce

Ten articles presented findings on ARGs. Of these, seven studies detected ARGs in
E. coli isolated from fresh produce. For instance, a study conducted in the Czech Republic
detected the ampicillin resistance gene blaTEM, and tetracycline resistance genes tetA and
tetB in E. coli isolated from asparagus, rucola, leek and raddish samples [42]. In a study
from China, plasmid-mediated mobile colistin resistance (mcr-1) gene was detected in E. coli
isolated from an apple sample, which also carried ten more resistance genes including
aadA2, aadA1, floR, cmlA1, sul2, sul3, tetA, tetM, dfrA12, mdfA [43] (Table S4). Mcr-1 positive
E. coli were also isolated from carrot, pak choi, lettuce, tomato, spinach and cucumber, and
were resistant to colistin (CST), AMP, GEN, NA, TET, CIP, cefotaxime (CTX), kanamycin
(KAN), levofloxacin (LVX), doxycycline (DOX) and fosfomycin (FOS) [44–46]. A study
in the Czech Republic found that the majority of E. coli isolates (13 of 15) from 108 raw
vegetable samples were positive for one or multiple ARGs, including qac, sul1, tetA, int,
sul1, sul3, mer and tetB [10]. One study in Germany reported that 7 out of 245 vegetable
samples were positive for extended-spectrum β-lactamase (ESBL)-producing E. coli, and
all ESBL-producing isolates were positive for blaCTX-M genes conferring resistance to third
generation cephalosporins (3GC) [11] (Table S4).

ESBL-producing K. pneumoniae recovered from vegetable and fruit samples in Alge-
ria were positive for multiple beta-lactamase genes, including blaCTX-M-15, blaOXA-1, and
bla SHV-101, as well as genes that confer resistance to sulfonamides (sul1, sul2), tetracy-
clines (tetA), fluoroquinolones (qnrS1, aac(6′)Ib-cr, qnrB66), trimethoprim (dfrA12, dfrA14),
aminoglycosides (aph(3′)-Ia, aadA2, strB, strA, aac(6′)Ib-cr, aac(3)-IIa), phenicols (catA2) and
macrolides lincosamides streptogramins (MLS) (mph(A)) [25]. In addition, a study in China
found that K. pneumoniae isolated from an orange sample was positive for nine ARGs, in-
cluding mcr-1, blaSHV-110, qnrS1 and fosA6 [43]. Pseudomonas spp. harboring two ESBL-genes,
blaTEM-116 and blaSHV-12, were detected from vegetable samples in a Japanese study [8].

3.3. Potential for Adverse Health Outcomes from the Consumption of Fresh Produce Contaminated
with ARB/ARGs

We found 25 articles that discussed health risks from consuming fresh produce contam-
inated with pathogens resistant to one or more antibiotics. However, the articles included in
this review did not conduct any risk assessment of potential foodborne diseases due to the
consumption of contaminated fresh produce. Instead, these articles broadly mentioned that
consuming raw or minimally processed leafy and non-leafy vegetables can be a potential
source of foodborne illnesses and invasive bacterial diseases. Moreover, the consumption of
contaminated vegetables without any heat treatment or cooking may allow ARB to survive
in the food, and reach the human gastrointestinal passage. Multiple studies reported that
raw produce could be a vector for transmitting ARGs to the human commensal intestinal
flora [22,27,39–41]. One article mentioned that the consumption of raw vegetables contami-
nated with multidrug-resistant pathogens such as Klebsiella pneumoniae increased the risk of
sharing ARGs (ESBL/AmpC gene) with resident microorganisms in the gut by horizontal
gene transfer [25]. Another article mentioned that Rahnella aquatilis, P. agglomerans, E. cloacae,
and C. freundii might contribute to the spread of ARGs to resident bacteria [27]. The public
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health risks associated with exposure to ARB, especially 3GC-resistant Enterobacteriaceae are
diverse, ranging from risk of difficult-to-treat diseases, to colonization and asymptomatic
carriage, to mere passage through human intestines by environmental species [6,10]. Only
three articles discussed the fact that gut colonization by resistant bacteria can pose a risk of
complicated infection among infants, the elderly or individuals with weakened immune
systems [25,31,37].

Diarrheagenic E. coli strains isolated from contaminated cucumber, lettuce and spinach
were found to cause diarrhoea and other foodborne gastrointestinal diseases [22]. Con-
sumption of contaminated fruits was also associated with diarrhea diseases, and enterotox-
igenic E. coli positive for heat-stable enterotoxin-1 gene astA was identified as a causative
agent [43]. Another article pointed out that the presence of the mobile colistin resistance
(mcr 1) gene in E. coli isolates from lettuce samples is a serious public health concern,
considering that colistin is a last-resort antibiotic used for the treatment of infections caused
by multidrug-resistant bacteria. Similarly, Salmonella infection (salmonellosis) is one of
the consequences of consuming fresh leafy vegetables reported in a study conducted in
Malaysia [9]. In this study both S. Weltevreden and S. Paratyphi were isolated from leafy
vegetables. S. Weltevreden causes diarrhoea in tropical regions of low-income countries,
and Salmonella Paratyphi B. also causes enteric fever and gastroenteritis in humans [9].
A few articles (3 out of 40) mentioned that the emergence of drug resistant Salmonella
infections linked with the consumption of raw vegetables is alarming since multidrug
resistance limits the effectiveness of therapeutic treatments [29,31,47].

Antibiotic resistance in E. coli is of particular concern because it is the most com-
mon Gram-negative bacterial pathogen causing intestinal and extra-intestinal infections
in humans [48]. Apart from Gram-negative bacterial pathogens, fresh produce contam-
inated with Gram-positive bacteria, such as Listeria spp. and Staphylococcus spp. could
be potential sources of foodborne illnesses [47]. Listeriosis caused by L. monocytogenes
is dangerous for vulnerable individuals; pregnant women and their fetuses, the young,
and the elderly, are susceptible to invasive listeriosis, with fatality rates ranging between
20% and 40% [39]. Moreover, uncooked vegetables contaminated with P. agglomerans,
P. fluorescens and Rahnella aquatilis could be possible sources of nosocomial infections in
vulnerable patients in the hospital [27].

3.4. Pathways of Contamination of Fresh Produce with ARB

We found 22 articles that discussed the potential pathways of contamination of fresh
produce with ARB. The most common pathways included cross-contamination both during
the pre- and post-harvesting periods (Table 3).

Sources of fresh produce contamination with bacterial pathogens during pre-harvesting
are diverse, including but not limited to, soils, irrigation water, or animal manure. E. coli,
Salmonella spp. and Staphylococcus spp. have been detected in agricultural soils [43]. Pseu-
domonas species, due to their presence in environmental reservoirs (e.g., soil and water), are
frequently found on vegetables. Leafy and non-leafy vegetables such as carrots are at high
risk of contamination with soil-borne bacteria, either from the natural microbiota of the soil,
or the manure fertilizer used in soil [33]. Untreated animal manure was the most common
cause of pre-harvest spread of ARB in fresh produce [9,12,24,41,42,49]. Leafy vegetables
such as parsley and water spinach that grow around swamps or riverbanks can be contami-
nated with wastewater released into these waterbodies by industries, slaughterhouses, or
processing plants [9]. Runoff from cattle farms which contains ARB and ARGs, due to the
heavy use of antibiotics in animal feed and treatment, may contaminate irrigation water,
which can subsequently transfer ARB to fresh produce. Treated or untreated municipal
wastewater is used for irrigation in many parts of the world; the absence of wastewater
treatment facilities is a major reason for using untreated wastewater in agricultural farms
in low-income countries, increasing the potential risk of contamination of produce with
ARB [22] (Table 3).
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Table 3. Potential pathways of contamination of fresh produce with antimicrobial-resistant bacterial
pathogens.

Pathogens Pre-Harvesting (Number of Articles) Post-Harvesting (Number of Articles)

Salmonella spp.
E. coli

Arcobacter spp.

• Use of untreated animal manure
from livestock (6).

• Use of untreated wastewater in
irrigation (5).

• Contaminated irrigation water by
runoff from cattle farms (4).

• Contaminated soil with pathogens
or animal faecal material (3).

• Compromised environment for
growing leafy vegetables (3).

• Improper handling of fresh produce
during post-harvest process (2).

• Post-harvest washing with
contaminated water (2).

• Poor hygiene and sanitation practice
of food handlers (2).

• The presence of soil particles in
vegetables contaminated with
animal faecal material (1).

Quinolone-resistant Salmonella spp.

• Human or poultry farm wastewater
or sewage mixing with irrigation
water used in vegetable
production (1).

Staphlococcus aureus • Infected food handlers or
workers (1).

Listeria monocytogenes • Cross-contamination from animal
foods (1).

Improper handling of fresh produce during post-harvest processing, including cutting,
washing or sanitizing, transporting, packaging or storing, can also create opportunities for
microbial cross-contamination [8,27]. The use of contaminated water during post-harvest
washing, and the reuse of wash water, were mentioned as reasons for the contamination of
fresh produce with bacterial pathogens [42]. Presence of contaminated soil particles that re-
main as residues on the fresh produce after harvest were mentioned as a potential source of
contamination of vegetables with Arcobacter spp. [49]. Poor hygiene and sanitation practices
of food handlers are often overlooked when it comes to handling vegetables and fruits in
retail markets, although these can also be major sources of contamination [43]. One article
mentioned that Staphylococcal contamination of fresh produce has been linked to carriage
in nasal cavities of infected food handlers, or agricultural workers [50]. L. monocytogenes
from animal foods can also cross-contaminate fresh produce during processing or display
at marketplaces [39].

3.5. Recommendations to Reduce Contamination of Fresh Produce with ARB

Antimicrobial resistance surveillance programs primarily focus on food from animal
origins, but monitoring antimicrobial resistance reservoirs in food from non-animal origins
is equally important [19,51]. In this review, we found that 14 studies recommended action
points to reduce the pre- and post-harvest contamination of fresh agricultural produce.
These included general precautions to minimize the emergence and spread of ARB, such as
controlling the medical and veterinary use of antibiotics. To prevent pre-harvest contamina-
tion of produce with ARB, studies recommended proper manure disposal, treating manure
before using it as fertilizer, and improving the quality of irrigation water [22,25,42,52]. To
prevent post-harvest contamination, studies suggested that: (1) standard sanitation and
hygienic practices should be followed by all stakeholders who are involved in food produc-
tion and supply chain; (2) unsafe or contaminated water (collected from streams or stored
in open containers) used to wash and sprinkle over the fruits and vegetables by the vendors
should be regulated and monitored to avoid potential cross-contamination; (3) non-chlorine
sanitizers for washing, drying, and wrapping or waxing produce after post-harvest should
be applied; and (4), irrespective of market type, holding containers and personal hygiene
of vendors should be improved [9,23,25,26,47]. Stakeholders should uphold good agricul-
tural and manufacturing practices to ensure food safety for consumers [39]. Additionally,
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awareness-building programs related to the health hazards of consuming unwashed or
improperly washed fruits and vegetables can be implemented [53]. Thoroughly washing
with clean water and using food-grade antibacterial chemicals to dip the raw vegetables
for a specified duration may eliminate pathogens, and significantly reduce the microbial
load [54].

4. Discussion

This scoping review revealed the occurrence of ARB and ARGs on fresh produce
consumed raw (leafy vegetables, non-leafy vegetables, root, fruits and sprouts) in diverse
settings, including high- and low-income countries. While over 20 different bacterial
genera were detected in the 40 studies included in this review, some genera were found
to be dominant over others. Vegetable samples were frequently contaminated with E. coli,
Klebsiella spp., Salmonella spp., Enterobacter spp. and Pseudomonas spp. Resistance to various
antibiotics and different ARGs was detected in bacterial isolates from produce.

Among all foodborne pathogens in fresh produce, E. coli was predominant due to
its ubiquity in nature and ease of detection and isolation [10,23]. However, there was a
significant variation in the prevalence of contamination between low- and high-income
countries. Studies from developing countries such as Bangladesh, India and Pakistan found
a high prevalence of E. coli in raw vegetable samples sold in retail markets with 60%, 40%
and 34% prevalence, respectively [22,26,47]. On the other hand, E. coli prevalence was low
on vegetables sold in the markets of developed countries, with 3.1% in the USA and 4.1%
in Germany [12,55].

The second most reported foodborne pathogen associated with fresh produce contam-
ination and disease outbreaks was Salmonella spp. The most frequently reported produce
item contaminated with Salmonella was lettuce sold in the retail markets. However, the high-
est prevalence of Salmonella enteritidis was reported in long bean and Salmonella typhimurium
in dropwort in Malaysia, with a prevalence of 67% and 87%, respectively [31]. Possible rea-
sons could include improper handling and poor hygiene practice at retail markets [17,56,57];
however, the higher level of contamination of dropwort may be related to their cultivation
in the banks of ponds where liquid waste from various sources are disposed of [58]. Further-
more, the use of animal faeces as fertilizer has been suggested as another pathway for the
contamination of vegetables with antimicrobial-resistant Salmonella serotypes from animal
origin [59]. Both E. coli and Salmonella isolates from fresh produce samples were often
resistant to multiple antibiotics of clinical importance, including ampicillin, erythromycin,
co-amoxiclav, and cephalothin [60].

Contamination of fresh produce by opportunistic bacterial pathogens is a food safety
concern, particularly for immune-compromised individuals. Studies in this review found
Enterobacter spp. including E. cloacae, E. gergoviae and E. faecalis from fresh produce were
resistant to multiple antibiotics including tetracycline, co-amoxiclav and cefotaxime [55].
Although the prevalence of Klebsiella species in fresh vegetables was variable in different
studies, multidrug-resistant strains from produce samples were associated with clinical in-
fections in humans including bacteremia, septicemia and urinary tract infections [25,43,52].
Therefore, the surveillance of foodborne pathogens in fresh produce samples should include
this microorganism in the panel of other bacterial pathogens.

Our review found that contamination occurred during both pre- and post-harvest
processes. Produce can be contaminated at any point in time from the farm to the retail
markets: pre-harvest via untreated manure, untreated irrigation water, contaminated soil;
post-harvest during handling at the farm, transportation and storage [61], and even during
the time left out on display in retail markets. The increasing amount of antibiotics used in
animal feeds and as veterinary drugs affects entire agro-eco systems, and threatens raw
vegetable production systems, the soil ecosystem and the quality of groundwater [62,63].
Unsafe or contaminated water used for washing, spraying and dipping also contaminates
fruits and vegetables during post-harvest processing [64], which needs to be regulated
by monitoring and implementing good agricultural practices. Re-use of water used for
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washing and contaminated soil particles can also cause cross-contamination [65]. Poor
personal hygiene by vendors and agricultural workers [66], poor sanitation facilities [67],
and unhygienic conditions at marketplaces [54] are also associated with the contamination
of fresh vegetables and fruits with ARB. Some types of fruits and vegetables in the retail
markets may be more likely to be contaminated with ARB, due to being constantly handled
by shoppers to check freshness or ripeness, although no evidence exists to prove this
mechanism [55]. Unhygienic or neglected practices in the preparation of fresh-cut produce,
packaged RTE vegetables or mixed salads can thus increase the risk of foodborne diseases,
instead of offering healthy lifestyle choices [61].

5. Limitations

Our review identified knowledge gaps which require further research to understand
the magnitude of the public health risks from transmission of ARB/ARGs through fresh
produce. From the articles included in our review, it was not possible to determine the
extent of the human health risk associated with the consumption of fresh vegetables
and fruits containing ARB, due to the absence of dose–response data, and epidemiologic
investigations. Studies have attempted to quantify human exposure to ARB via irrigated
produce [68]; however, quantitative assessments of health risks cannot be conducted
without an understanding of the dose–response relationships for ARB, which differ from
traditional pathogens. Additionally, no study in our review reported epidemiological
analyses on health endpoints, such as gut colonization with ARB or clinically confirmed
infections among the consumers of contaminated fresh produce. This is consistent with the
findings of a recent review conducted for risk assessment purposes [3]. Similarly, most of
the studies explored the prevalence of antimicrobial-resistant pathogens, resistant strains
or serotypes, or resistance genes, but potential infections related to those specific pathogens
were not reported in the articles.

Other limitations are that some studies focused on specific bacterial pathogens on
samples, and therefore no information is available on the presence of other foodborne
pathogens. Studies frequently reported the detection of ARBs, but not their abundance
in produce. Only a subset of studies detected ARGs and similarly focused on detecting
specific genes. There was a lack of information on whether the studies followed standard
guidelines for antibiotic susceptibility testing. Resistance profiles of the same bacteria
varied between studies due to different location/countries, types of samples (vegetable,
fruits, and leafy greens), choice of antibiotics investigated, detection/identification methods
(disk diffusion, dilution, e-test), and breakpoints and standards to determine resistance
(e.g., European EUCAST organization vs. U.S. Clinical and Laboratory Standards Institute).
Due to this heterogeneity across studies, a statistical meta-analysis of the data was not
conducted. Finally, since we only included articles written in English, publication bias may
influence our findings.

6. Conclusions

The presence of ARB and ARGs in fresh produce and RTE salads consumed raw poses
potential public health risks of unknown magnitude. Preventing ARB/ARG exposure
through fresh produce may be challenging considering the cross-cutting issues related to
food security and food safety, accentuating the need for a holistic approach encompassing
pre-harvest and post-harvest processing and the distribution of produce. In addition to
systematic surveillance and monitoring, communication on necessary behavioural changes
and awareness-raising programs are needed for all stakeholders, including farmers, han-
dlers involved in transport and storage of produce, retailers, and consumers. Future studies
should be directed towards quantifying human exposure to ARB/ARGs via fresh produce,
and assessing the associated health risks among consumers.
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10. Janalíková, M.; Pleva, P.; Pavlíčková, S.; Lecomte, M.; Godillon, T.; Holko, I. Characterization of Escherichia coli strains isolated
from raw vegetables. Potravin. Slovak J. Food Sci. 2018, 12, 304–312. [CrossRef]

11. Freitag, C.; Michael, G.B.; Li, J.; Kadlec, K.; Wang, Y.; Hassel, M.; Schwarz, S. Occurrence and characterisation of ESBL-encoding
plasmids among Escherichia coli isolates from fresh vegetables. Vet. Microbiol. 2018, 219, 63–69. [CrossRef]

12. Liu, S.; Kilonzo-Nthenge, A. Prevalence of Multidrug-Resistant Bacteria from U.S.-Grown and Imported Fresh Produce Retailed
in Chain Supermarkets and Ethnic Stores of Davidson County, Tennessee. J. Food Prot. 2017, 80, 506–514. [CrossRef]

13. Bezanson, G.S.; MacInnis, R.; Potter, G.; Hughes, T. Presence and potential for horizontal transfer of antibiotic resistance in
oxidase-positive bacteria populating raw salad vegetables. Int. J. Food Microbiol. 2008, 127, 37–42. [CrossRef] [PubMed]

14. Baylis, C.; Uyttendaele, M.; Joosten, H.; Davies, A. The Enterobacteriaceae and their significance to the food industry. Enterobact.
Signif. Food Ind. 2011, 52, 1–48.

https://www.mdpi.com/article/10.3390/ijerph19010360/s1
https://www.mdpi.com/article/10.3390/ijerph19010360/s1
https://www.who.int/dietphysicalactivity/fruit/en/
https://www.who.int/dietphysicalactivity/fruit/en/
http://doi.org/10.1016/j.jada.2005.09.005
http://doi.org/10.1089/fpd.2018.2501
http://doi.org/10.2144/fsoa-2020-0189
http://doi.org/10.1016/j.ijfoodmicro.2015.03.014
http://www.ncbi.nlm.nih.gov/pubmed/25828704
http://doi.org/10.3389/fmicb.2019.02091
http://doi.org/10.4315/0362-028X.JFP-19-138
http://www.ncbi.nlm.nih.gov/pubmed/31532252
http://doi.org/10.1016/j.foodcont.2018.02.039
http://doi.org/10.5219/897
http://doi.org/10.1016/j.vetmic.2018.03.028
http://doi.org/10.4315/0362-028X.JFP-16-178
http://doi.org/10.1016/j.ijfoodmicro.2008.06.008
http://www.ncbi.nlm.nih.gov/pubmed/18632174


Int. J. Environ. Res. Public Health 2022, 19, 360 13 of 15

15. Österblad, M.; Pensala, O.; Peterzéns, M.; Heleniusc, H.; Huovinen, P. Antimicrobial susceptibility of Enterobacteriaceae isolated
from vegetables. J. Antimicrob. Chemother. 1999, 43, 503–509. [CrossRef]

16. Al-Kharousi, Z.S.; Guizani, N.; Al-Sadi, A.M.; Al-Bulushi, I.M.; Shaharoona, B. Hiding in Fresh Fruits and Vegetables: Oppor-
tunistic Pathogens May Cross Geographical Barriers. Int. J. Microbiol. 2016, 2016, 4292417. [CrossRef]

17. Puspanadan, S.; Loo, Y.; Kuan, C.H.; Goh, S.G.; Son, R.; Nillian, E.; Leili, A.; Tang, J.; Nakaguchi, Y.; Nishibuchi, M.; et al.
Detection of Klebsiella pneumoniae in raw vegetables using Most Probable Number-Polymerase Chain Reaction (MPN-PCR). Int.
Food Res. J. 2012, 19, 1757–1762.

18. Chee-Sanford, J.; Mackie, R.; Koike, S.; Krapac, I.; Lin, Y.F.; Yannarell, A.; Maxwell, S.; Aminov, R. Fate and transport of antibiotic
residues and antibiotic resistance genes following land application of manure waste. J. Environ. Qual. 2009, 38, 1086–1108.
[CrossRef] [PubMed]

19. He, Y.; Yuan, Q.; Mathieu, J.; Stadler, L.; Senehi, N.; Sun, R.; Alvarez, P.J.J. Antibiotic resistance genes from livestock waste:
Occurrence, dissemination, and treatment. NPJ Clean Water 2020, 3, 4. [CrossRef]

20. Jung, Y.; Jang, H.; Matthews, K.R. Effect of the food production chain from farm practices to vegetable processing on outbreak
incidence. Microb. Biotechnol. 2014, 7, 517–527. [CrossRef] [PubMed]

21. Tricco, A.C.; Lillie, E.; Zarin, W.; O’Brien, K.K.; Colquhoun, H.; Levac, D.; Moher, D.; Peters, M.D.J.; Horsley, T.; Weeks, L.;
et al. PRISMA Extension for Scoping Reviews (PRISMA-ScR): Checklist and Explanation. Ann. Intern. Med. 2018, 169, 467–473.
[CrossRef] [PubMed]

22. Shah, M.S.; Eppinger, M.; Ahmed, S.; Shah, A.A.; Hameed, A.; Hasan, F. Multidrug-resistant diarrheagenic E. coli pathotypes are
associated with ready-to-eat salad and vegetables in Pakistan. J. Korean Soc. Appl. Biol. Chem. 2015, 58, 267–273. [CrossRef]

23. Gómez-Aldapa, C.A.; Cerna-Cortes, J.F.; Rangel-Vargas, E.; Torres-Vitela, M.R.; Villarruel-López, A.; Gutiérrez-Alcántara,
E.J.; Castro-Rosas, J. Presence of Multidrug-Resistant Shiga Toxin-Producing Escherichia coli, Enteropathogenic E. coli and
Enterotoxigenic E. coli, on Raw Nopalitos (Opuntia ficus-indica L.) and in Nopalitos Salads from Local Retail Markets in Mexico.
Foodborne Pathog. Dis. 2016, 13, 269–274. [CrossRef] [PubMed]

24. Luo, J.; Yao, X.; Lv, L.; Doi, Y.; Huang, X.; Huang, S.; Liu, J.-H. Emergence of mcr-1 in Raoultella ornithinolytica and Escherichia coli
from retail vegetables, China. Antimicrob. Agents Chemother. 2017, 61, e01139-17. [CrossRef] [PubMed]

25. Mesbah Zekar, F.; Granier, S.A.; Touati, A.; Millemann, Y. Occurrence of Third-Generation Cephalosporins-Resistant
Klebsiella pneumoniae in Fresh Fruits and Vegetables Purchased at Markets in Algeria. Microb. Drug Resist. 2019, 26, 353–359.
[CrossRef] [PubMed]

26. Saksena, R.; Malik, M.; Gaind, R. Bacterial contamination and prevalence of antimicrobial resistance phenotypes in raw fruits and
vegetables sold in Delhi, India. J. Food Saf. 2020, 40, e12739. [CrossRef]

27. Iseppi, R.; de Niederhäusern, S.; Bondi, M.; Messi, P.; Sabia, C. Extended-Spectrum β-Lactamase, AmpC, and MBL-Producing
Gram-Negative Bacteria on Fresh Vegetables and Ready-to-Eat Salads Sold in Local Markets. Microb. Drug Resist. 2018, 24,
1156–1164. [CrossRef]

28. Reddy, S.P.; Wang, H.; Adams, J.K.; Feng, P.C.H. Prevalence and Characteristics of Salmonella Serotypes Isolated from Fresh
Produce Marketed in the United States. J. Food Prot. 2016, 79, 6–16. [CrossRef]

29. Kuan, C.H.; Radzi, W.; Kuan, C.S.; New, C.; Loo, Y.; Fadzil, M.; Kwan, S.; Son, R. Antimicrobial resistance of Listeria mono-
cytogenes and Salmonella enteritidis isolated from vegetable farms and retail markets in Malaysia. Int. Food Res. J. 2017, 24,
1831–1839.

30. Niyomdecha, N.; Mungkornkaew, N.; Samosornsuk, W. Serotypes and antimicrobial resistance of Salmonella enterica isolated
from pork, chicken meat and lettuce, bangkok and central Thailand. Southeast Asian J. Trop. Med. Public Health 2016, 47, 31–39.
[PubMed]

31. Najwa, M.S.; Loo, Y.; Lye, Y.; Aimi, S.; Goh, S.G.; Kuan, C.H.; Yoshitsugu, N.; Nishibuchi, M.; Son, R. Quantification and antibiotic
susceptibility of Salmonella spp., Salmonella enteritidis and Salmonella typhimurium in raw vegetables (ulam). Int. Food Res. J. 2015,
22, 1761–1769.

32. Miranda, J.M.; Mondragón, A.C.; Martinez, B.; Guarddon, M.; Rodriguez, J.A. Prevalence and Antimicrobial Resistance Patterns
of Salmonella from Different Raw Foods in Mexico. J. Food Prot. 2009, 72, 966–971. [CrossRef] [PubMed]

33. Allydice-Francis, K.; Brown, P.D. Diversity of Antimicrobial Resistance and Virulence Determinants in Pseudomonas aeruginosa
Associated with Fresh Vegetables. Int. J. Microbiol. 2012, 2012, 426241. [CrossRef] [PubMed]

34. Mesbah Zekar, F.; Granier, S.A.; Marault, M.; Yaici, L.; Gassilloud, B.; Manceau, C.; Touati, A.; Millemann, Y. From Farms to
Markets: Gram-Negative Bacteria Resistant to Third-Generation Cephalosporins in Fruits and Vegetables in a Region of North
Africa. Front. Microbiol. 2017, 8, 1569. [CrossRef] [PubMed]

35. Hamilton-Miller, J.M.T.; Shah, S. Identity and antibiotic susceptibility of enterobacterial flora of salad vegetables. Int. J. Antimicrob.
Agents 2001, 18, 81–83. [CrossRef]

36. McGowan, L.L.; Jackson, C.R.; Barrett, J.B.; Hiott, L.M.; Fedorka-Cray, P.J. Prevalence and antimicrobial resistance of enterococci
isolated from retail fruits, vegetables, and meats. J. Food Prot. 2006, 69, 2976–2982. [CrossRef]

37. Fiedler, G.; Schneider, C.; Igbinosa, E.O.; Kabisch, J.; Brinks, E.; Becker, B.; Stoll, D.A.; Cho, G.-S.; Huch, M.; Franz, C.M.A.P.
Antibiotics resistance and toxin profiles of Bacillus cereus-group isolates from fresh vegetables from German retail markets. BMC
Microbiol. 2019, 19, 250. [CrossRef] [PubMed]

http://doi.org/10.1093/jac/43.4.503
http://doi.org/10.1155/2016/4292417
http://doi.org/10.2134/jeq2008.0128
http://www.ncbi.nlm.nih.gov/pubmed/19398507
http://doi.org/10.1038/s41545-020-0051-0
http://doi.org/10.1111/1751-7915.12178
http://www.ncbi.nlm.nih.gov/pubmed/25251466
http://doi.org/10.7326/M18-0850
http://www.ncbi.nlm.nih.gov/pubmed/30178033
http://doi.org/10.1007/s13765-015-0019-9
http://doi.org/10.1089/fpd.2015.2065
http://www.ncbi.nlm.nih.gov/pubmed/26954710
http://doi.org/10.1128/AAC.01139-17
http://www.ncbi.nlm.nih.gov/pubmed/28739785
http://doi.org/10.1089/mdr.2019.0249
http://www.ncbi.nlm.nih.gov/pubmed/31603740
http://doi.org/10.1111/jfs.12739
http://doi.org/10.1089/mdr.2017.0198
http://doi.org/10.4315/0362-028X.JFP-15-274
http://www.ncbi.nlm.nih.gov/pubmed/27086423
http://doi.org/10.4315/0362-028X-72.5.966
http://www.ncbi.nlm.nih.gov/pubmed/19517722
http://doi.org/10.1155/2012/426241
http://www.ncbi.nlm.nih.gov/pubmed/23213336
http://doi.org/10.3389/fmicb.2017.01569
http://www.ncbi.nlm.nih.gov/pubmed/28883810
http://doi.org/10.1016/S0924-8579(01)00353-3
http://doi.org/10.4315/0362-028X-69.12.2976
http://doi.org/10.1186/s12866-019-1632-2
http://www.ncbi.nlm.nih.gov/pubmed/31706266


Int. J. Environ. Res. Public Health 2022, 19, 360 14 of 15

38. Richter, L.; Du Plessis, E.M.; Duvenage, S.; Korsten, L. Occurrence, Identification, and Antimicrobial Resistance Profiles of
Extended-Spectrum and AmpC β-Lactamase-Producing Enterobacteriaceae from Fresh Vegetables Retailed in Gauteng Province,
South Africa. Foodborne Pathog. Dis. 2019, 16, 421–427. [CrossRef]

39. de Vasconcelos Byrne, V.; Hofer, E.; Vallim, D.C.; de Castro Almeida, R.C. Occurrence and antimicrobial resistance patterns of
Listeria monocytogenes isolated from vegetables. Braz. J. Microbiol. 2016, 47, 438–443. [CrossRef]

40. Kim, H.-S.; Chon, J.-W.; Kim, Y.-J.; Kim, D.-H.; Kim, M.-s.; Seo, K.-H. Prevalence and characterization of extended-spectrum-beta-
lactamase-producing Escherichia coli and Klebsiella pneumoniae in ready-to-eat vegetables. Int. J. Food Microbiol. 2015, 207, 83–86.
[CrossRef] [PubMed]

41. Abriouel, H.; Omar, N.B.; Molinos, A.C.; López, R.L.; Grande, M.J.; Martínez-Viedma, P.; Ortega, E.; Cañamero, M.M.; Galvez,
A. Comparative analysis of genetic diversity and incidence of virulence factors and antibiotic resistance among enterococcal
populations from raw fruit and vegetable foods, water and soil, and clinical samples. Int. J. Food Microbiol. 2008, 123, 38–49.
[CrossRef] [PubMed]
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